Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.062; wR factor = 0.214; data-to-parameter ratio = 17.8.
The asymetric unit of the title molecule, C 21 H 20 O 3 , contains two crystallographically independent molecules, A and B, which differ in the orientation of the ethyl group substituted on the naphthalene system; the dihedral angles between the ethyl group and the naphthalene system are 7.4 (3) and 68.1 (3) , respectively, for molecules A and B. The dihedral angles between the benzoyl and naphthalene groups are 64.7 (7) and 69.4 (8) , respectively, for molecules A and B. The crystal structure features four aromaticstacking interactions [centroid-centroid distances = 4.181 (1), 3.891 (1), 4.423 (1) and 4.249 (1) Å ].
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Figure 1
ORTEP diagram of the title molecule with the atom numbering scheme. Displacement ellipsoids are drawn at 30% probability level. H-atoms were removed for clarity.
Figure 2
Packing diagram of the title compound viewed down the a axis. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.63 e Å −3 Δρ min = −0.32 e Å −3 Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1A 0.2799 (2) 0.67052 (17) 
